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(236) 43; (236) 89; (239) 174 
Muscle culture, (230) 95 
Muscle development, (238) 245 
Muscle protein, (234) 267 
Muscle-specific gene expression, (239) 309 
Mutagenesis, (231) 135; (232) 111; (236) 441; (238) 82; (238) 109 
Mutant expression, (230) 205 
hisT Mutation, (234) 165 
Mutational alteration, (237) 3 1 
Mutator strain, (237) 31 
Mycobacterial antigen, (240) 115 
Mycotoxin, (239) 223 
Myelin, (232) 323 
Myelin-associated glycoprotein, (232) 323 
Myeloperoxidase, (227) 1 
Myofibril, (232) 289 
Myofibrillar protein, (237) 133 
Myofilament, (240) 181 
Myosin, (234) 435; (235) 149; (236) 256 
Myosin actin-activated ATPase, (235) 149 
Myosin heavy chain, (228) 109 
Myosin heavy chain isoform, (235) 153; (238) 245 
Myosin light chain, (234) 49 
Myosin light chain kinase, (235) 149 
Myosin phosphorylation, (227) 71 
Myotonia, (230) 19 1 
Myotube, (235) 133 
r5N labeling, (238) 17 
N-linked carbohydrate, (228) 321 
N-linked oligosaccharide, (232) 391 
N-terminal amino acid sequence, (239) 329 
N-terminal sequence, (228) 157; (236) 77; (238) 101 
N-terminal sequencing, (235) 289 
N-terminal trimming, (232) 61 
Na+, (234) 22 
Na+ bioenergetics, (233) 355 
Na+ channel, (228) 187; (228) 195; (236) 95 
67 
Na+ current, (228) 195; (240) 95 
Na+ dependence, (227) 35 
Na+ pump, (236) 318; (238) 27 
Na+/Caz+ exchange, (236) 145 
NaCl gradient, (231) 263 
Na+/D-glucose cotransporter, (234) 115 
NaF, (230) 121 
Na+/H+ antiporter, (234) 449 
Na+/H+ exchange, (234) 353; (240) 167 
NAD, (233) 229 
NAD+ , (229) 325 
NAD+-binding site, (234) 53 
NAD cofactor, (241) 38 
NADH cofactor, (241) 38 
NADH-cytochrome c reductase, (239) 23 
NADH-ferricyanide reductase, (239) 23 
NADPH, (231) 197; (233) 74; (241) 46 
NADPH oxidase, (229) 150 
Natriuretic peptide, (233) 79; (236) 455 
NC2 domain, (227) 5 
Nebulin, (234) 267 
Needleman-Wunsch-Sellers algorithm, (231) 164 
Negative cooperativity, (234) 455 
Negative feedback inhibition, (239) 281 
Negative staining, (241) 239 
Neomycin, (227) 161; (229) 49 
Nerve growth factor, (235) 141; (239) 367 
Nervonic acid, (230) 101 
Neural crest, (230) 18 1 
Neural network, (241) 223 
Neuraminidase, (227) 220; (238) 171 
Neuroblastoma tubulin, (230) 142 
Neurodegenerative disease, (235) 215 
Neurofilament, (241) 213 
Neurofilament protein, (233) 181 
Neurohypophysial hormone, (234) 345 
Neurological disease, (230) 90 
Neuron permeability, (236) 445 
Neuronal acetylcholine receptor, (235) 40 
Neuropeptide, (231) 393; (232) 1; (234) 251; (239) 137 
Neurosecretory system, (231) 393 
Neurotoxin, (236) 39 
Neurotransmitter, (239) 137 
Neurotransmitter receptor, (230) 90 
Neutral endopeptidase, (229) 206 
Neutron scattering, (238) 361 
Neutrophil, (227) 39; (227) 66; (234) 235; (237) 173 
Neutrophil chemotaxis, (236) 467 
Neutrophil elastase, (229) 157 
Nicardipine, (232) 293 
Nick-translation, (239) 190 
Nicotinamide, (229) 13 1 
Nicotinic acetylchohne receptor, (228) 118; (231) 5; (239) 141; 
(241) 29 
Nifedipine, (232) 293 
Nitrate assimilation, (239) 289 
Nitrendipine, (239) 233 
Nitrogen fixation, (231) 36 
Nitrosyl manganese hemoglobin, (229) 367 
NMR,(231) 11; (231) 16;(231)81;(231) 35; (231) 159; 
(233) 124; (234) 349; (235) 163; (235) 237; (236) 62; (238) 17; 
(238) 289; (239) 129; (241) 33 
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‘“C-NMR, (235) 189 
Tl-NMR, (233) 383 
r9F-NMR, (240) 201 
‘H-NMR, (230) 57; (235) 81; (235) 87; (236) 303; (238) 167; 
(238) 390; (239) 99; (239) 266 
=P-NMR, (233) 379; (236) 231; (238) 445 
2D NMR, (227) 21; (228) 254; (238) 43; (238) 49 
NMR assignment, (237) 85; (239) 83 
‘H-NMR spectroscopy, (240) 205 
NOE, (229) 317; (235) 237; (236) 71; (238) 289; (239) 83; 
(239) 266 
NOESY, (227) 21 
2D NOESY, (233) 319 
Nonameric motif, (239) 319 
Noncoding sequence, (231) 291 
Nonenzymatic glycation, (236) 406 
Nonhistone protein, (236) 367 
Nonlegume hemoglobin, (23 1) 341 
Nonsense mutation, (232) 298 
Nonsense suppression, (235) 1 
Normal tissue, (227) 14 
Northern blot, (239) 59 
Northern blotting, (234) 411 
Nuclear factor I gene, (236) 27 
Nuclear matrix, (236) 362 
Nuclear protein, (239) 309 
Nuclease S 1, (232) 235 
Nucleic acid, (231) 352; (236) 243 
Nucleic acid conformation, (232) 9 
Nucleoside, (234) 135 
Nucleoside transport, (227) 215 
Nucleoside triphosphate-binding motif, (235) 16 
Nucleosomal core particle, (228) 149 
Nucleosome, (227) 91 
5’-Nucleotidase, (238) 419 
Nucleotide-binding protein, (229) 261 
Nucleotide-binding site, (233) 347; (236) 497 
Nucleotide xchange, (236) 185 
Nucleotide length, (228) 223 
Nucleotide sequence, (228) 7; (228) 22; (228) 187; (228) 301; 
(229) 256; (229) 383; (23 I) 237; (231) 347; (232) 17; (232) 69; 
(232) 115; (232) 182; (232) 227; (232) 364; (234) 49; (234) 331; 
(234) 395; (234) 407; (234) 464; (235) 93; (235) 257; (236) 195; 
(237) 218; (238) 123; (238) 180; (239) 73; (239) 313; (240) 45 
Nucleotide transport, (231) 75 
Nucleotide triphosphate, (232) 3 17 
Nucleus, (239) 35 
Null allele, (236) 195 
0, evolution, (232) 372 
0, reduction, (23 1) 246 
Octopus lens, (241) 261 
N-Oleoyl-2-aminoethanol, (237) 49 
Olfaction, (234) 471 
2’,5’-Oligoadenylate analog, (236) 325 
Ohgo(deoxyribo-ribo)nucleotide, (232) 96 
Oligomycin, (229) 142; (237) 9 
Oligonucleotide, (236) 231 
Oligonucleotide derivative, (236) 243 
Oligonucleotide-directed mutagenesis, (238) 109 
Oligonucleotide hybridization, (239) 3 13 
Oligonucleotide probe, (234) 411 
Oligosaccharide chain, (238) 201 
Oncogene, (237) 203 
H-ras Oncogene, (232) 269 
ras Oncogene, (229) 333 
v-ras-k Oncogene, (228) 37 
One-site carrier model, (241) 188 
Oocyte, (241) 177 
Oocyte maturation, (241) 195 
OPA repeat, (236) 269 
Opal termination codon, (232) 243 
Ophthalmopathy, (232) 135 
Opiate dependence, (234) 22 
Opiate receptor, (233) 289 
Opioid receptor, (233) 167 
Opsin, (234) 475; (238) 253 
Opsonin, (233) 143 
Optimum pH, (230) 205 
Orbital antigen, (232) 135 
Organ culture, (230) 191 
Organic solvent, (233) 363; (236) 329 
Oscillation, (239) 358 
Osmoregulation, (237) 141 
Osmotic shock, (233) 124 
Osmotic swelling, (238) 67 
Ouabain sensitivity, (238) 27 
Outer membrane gene, (229) 77 
Oxidant-induced reduction, (232) 204 
Oxidation-reduction state, (229) 127 
/?-Oxidation system, (229) 215 
Oxidative burst, (231) 385 
Oxidative phosphorylation, (231) 246; (236) 445 
Oxidemotive loop, (231) 270 
2-Oxoglutarate carrier, (236) 493 
Oxoglutarate dehydrogenase, (229) 2 19 
Oxygen affinity, (227) 39 
Oxygen evolution, (227) 147; (234) 374; (236) 432 
Oxygen free radical, (230) 155; (237) 49 
Oxygen radical, (234) 357 
Oxygen toxicity, (240) 216 
Oxytocin, (234) 345 
Ozone, (235) 98 
P680, (227) 141; (237) 69 
P680+-reduction kinetic, (236) 425 
P700, (228) 268; (229) 293 
Paired helical filaments, (236) 150 
Palmitate binding, (233) 299 
Palmitoyl-CoA, (236) 155 
Palmitylation, (230) 1 
Pancreastatin, (228) 153; (236) 269 
Pancreatic polypeptide secretion, (229) 233 
Pancreatic stone protein, (229) I7 1; (23 1) 5 1 
Papain, (233) 339 
Pardaxin, (230) 13 1 
20 S Particle, (239) 35 
Patch clamp, (231) 366; (234) 446; (240) 105 
Patch-clamp technique, (235) 156 
Patch clamping, (237) 141 
Pathological variant, (231) 317 
D-Penicillamine, (236) 282 
Penicillin, (234) 305; (239) 237 
Penicilloyl group, (234) 305 
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Pepsinogen, (238) 105; (241) 69 
Pepsinogen C, (238) 101 
Peptide, (227) 21; (235) 98 
Dl Peptide, (240) 6 
Peptide antibody, (236) 391; (239) 29 
Peptide conformation, (23 1) 159 
Peptide design, (236) 462 
Peptide evolution, (238) 300 
Peptide flexibility, (239) 83 
Peptide hormone, (234) 160, (234) 251; (239) 245 
Peptide hormone biosynthesis, (234) 149 
Peptide isolation, (234) 400; (239) 137 
Peptidemapping, (231) 327; (233) 181; (236) 150; (238) 105 
Peptide phosphorylation, (238) 56 
Peptide processing, (23 1) 440 
Peptide sequence, (238) 253 
Peptide sequencing, (234) 497 
Peptide synthesis, (236) 467 
Peptidyl diazomethyl ketone, (228) 128 
Peptidyl transferase center, (233) 119 
Perception, (241) 223 
Peribacteroid membrane, (23 1) 36 
Permeability, (229) 30 
Permeabilized cell, (23 1) 29 
Peroxidase, (239) 292 
Peroxisome, (229) 215 
Peroxisome proliferation, (232) 293 
Pertussis toxin, (229) 13 1; (230) 125; (23 1) 148; (232) 148; 
(233) 229; (234) 27; (234) 231; (234) 263; (234) 439; (236) 139; 
(237) 113; (237) 203; (240) 186 
Pertussis toxin substrate, (230) 85 
intracellular pH, (234) 208; (234) 353 
pH dependence, (227) 35; (232) 217 
Phage Mu, (229) 283; (238) 17 
Phage M13, (238) 109 
Phagocytosis, (239) 371 
Pharmacokinetics, (235) 183 
Phenazinium oligonucleotide derivative, (238) 35 
Phencyclidine, (230) 167 
Phencyclidine-binding site, (238) 369 
Phenoloxidase, (237) 155 
Phenothiazine, (238) 171 
Phenotype, (235) 25 
Phenoxy radical, (236) 309 
Phenylalanyl-tRNA synthetase, (227) 9; (232) 107; (235) 275; 
(238) 211 
N-Phenyl-1-naphthylamine, (229) 127 
Pheochromocytoma, (227) 191 
Pheophytin, (240) 153 
Phlorizin, (234) 115 
Phoborhodopsin, (236) 333 
Phorbol dibutyrate, (238) 395 
Phorbol diester, (233) 153 
Phorbol ester, (227) 47; (228) 346, (229) 161; (231) 393; (234) 13; 
(234) 228; (234) 341; (234) 353; (238) 441; (239) 281; 
(240) 191; (240) 221; (241) 149 
Phorboll2-myristate 13-acetate, (233) 239; (236) 471 
Phosphatase, (233) 371 
Phosphate ffect, (228) 65 
Phosphate polyanion, (237) 26 
Phosphate potential, (229) 308 
Phosphate transport, (229) 179 
69 
Phosphatidylcholine, (227) 209; (228) 175; (233) 153; (233) 158; 
(241) 181 
Phosphatidylethanoi, (231) 221 
Phosphatidylinositol, (227) 209; (237) 163 
Phosphatidylinositol4,5-bisphosphate hydrolysis, (233) 41 
Phosphatidylinositol phosphate, (238) 87 
Phosphatidylinositol phosphorylation, (238) 87 
Phosphatidylinositol turnover, (230) 43 
Phosphatidylserine, (227) 209 
Phosphatidylserine aggregation, (230) 13 1 
Phosphatidylserine biosynthesis, (228) 175 
Phosphatidylserine vesicle, (230) 13 1 
Phosphodiesterase, (234) 431; (236) 325; (238) 379 
Phosphoenolpyruvate carboxykinase, (228) 27 
Phosphoenolpyruvate carboxylase, (229) 107 
Phosphofructokinase, (233) 83; (234) 185; (238) 405 
6-Phosphofructo-2-kinase, (227) 136; (229) 91 
3-Phosphoglycerate effect, (23 1) 15 1 
Phosphoglycerate kinase, (228) 65 
3-Phosphoglycerate kinase, (231) 151; (238) 161 
Phosphoglycerate mutase gene, (229) 383 
Phosphohistidine, (239) 151 
Phosphoinositide, (239) 169 
Phosphoinositide breakdown, (233) 139 
Phosphoinositide hydrolysis, (227) 203; (239) 174; (240) 95 
Phosphoinositide phospholipase C, (230) 121 
Phosphoinositide phosphorylation, (240) 17 1 
Phosphoinositide turnover, (240) 171 
Phosphoinositol, (230) 137 
Phospholamban, (227) 5 1 
Phospholipase, (232) 24; (234) 195; (236) 388; (240) 78 
Phospholipase 4, (227) 131; (229) 95; (230) 57; (233) 244; 
(234) 283; (235) 252; (240) 167 
Phospholipase C, (229) 49; (229) 13 1; (234) 309; (240) 186 
Phospholipase D, (231) 221; (233) 153; (236) 380 
Phospholipid asymmetry, (240) 78 
Phospholipid metabolism, (233) 244 
Phospholipid monolayer, (229) 372 
Phospholipid transfer protein, (232) 341 
Phospholipid turnover, (232) 341; (241) 154 
Phosphonate degradation, (236) 135 
Phosphopantothenoylcysteine decarboxylase, (23 1) 192 
Phosphopeptide, (231) 431; (234) 189; (237) 137; (237) 225 
Phosphoprotein, (232) 29; (233) 18 1 
9 kDa Phosphoprotein, (231) 284 
Phosphoprotein pp60”““, (235) 51 
Phosphorylase, (240) 133 
Phosphorylation, (227) 175; (229) 11; (229) 183; (230) 181; 
(231) 371; (231) 413; (233) 69; (234) 73; (236) 321; (236) 372; 
(240) 101; (241) 55 
Phosphorylation potential, (233) 17 
Phosphorylation site, (232) 78; (234) 3 1; (235) 144; (241) 2 13 
Phosphoserine, (237) 225 
Phosphoserine derivatization, (23 1) 43 1 
Phosphothreonine, (236) 77 
I-Phosphotransferase, (238) 405 
Phosphotyrosine, (233) 371 
Phosphotyrosyl-protein phosphatase, (235) 51 
Photo-CIDNP, (230) 57; (235) 163; (239) 99 
Photoactivation, (237) 229 
Photoaffinity label, (239) 207 
Photoaffinity labeling, (227) 220; (229) 35; (229) 355; (231) 361; 
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(233) 335; (237) 199 
Photoaffinity ligand, (233) 167 
Photoaffinity-spin-labeled ATP, (227) 107 
Photobleaching, (228) 281; (234) 1 
Photochemical reaction, (236) 333 
Photochemical reaction center, (239) 78 
Photocleavage, (235) 122 
Photocrosslinking, (229) 73 
Photocycle, (239) 1 
Photodynamic therapy, (236) 105 
Photofootprinting, (235) 122 
Photogene xpression, (239) 199 
Photoinhibition, (233) 408; (236) 226; (240) 110 
Photolysis, (235) 63 
Photoperiodism, (228) 123 
Photophosphorylation, (230) 109 
Photoreception, (234) 44; (235) 103 
Photoreceptor, (234) 475; (238) 379 
Photosensitization, (236) 105 
Photosynthesis, (228) 162; (228) 259; (228) 268; (231) 197; 
(231) 237; (232) 209; (232) 303; (232) 364; (233) 413; 
(235) 283; (235) 293; (236) 432; (237) 218; (239) 93; (239) 211; 
(239) 351; (240) 143 
Photosynthetic bacteria, (229) 303 
Photosynthetic recovery, (240) 110 
Photosystem I, (228) 259; (228) 268; (229) 293; (231) 95; 
(232) 275; (235) 278; (237) 65; (237) 108; (237) 218; (238) 385; 
(239) 93; (240) 9 
Photosystem I complex, (234) 291 
Photosystem I subunit, (228) 157 
Photosystem II, (227) 141; (228) 162; (231) 111; (231) 259; 
(231) 284; (232) 209; (232) 372; (233) 1; (233) 408; (234) 374; 
(235) 71; (235) 109; (235) 283; (236) 77; (236)432; (237) 69; 
(237) 229; (239) 207; (240) 1; (240) 6; (240) 143; (240) 153; 
(241) 99 
Photosystem II membrane, (227) 147 
Photosystem II membrane fragment, (236) 425 
Photosystem II protein, (235) 289 
Phototransduction, (229) 13 1 
Phthalocyanine, (236) 105 
Phycocyanin, (236) 167 
Phylogenic tree, (235) 30 
Phylogeny, (241) 261 
Phytoalexin, (227) 183; (235) 47 
Phytochrome, (239) 199 
Phytohemagglutinin, (234) 489 
Phytopathogen, (236) 163 
Picomavirus, (239) 343 
Picosecond spectroscopy, (235) 169 
Pigment extraction, (235) 293 
Pirenzepine, (236) 89 
Placental protein 12, (236) 295 
Placental-type plasminogen activator inhibitor-2, (231) 202 
Planar bilayer, (227) 110 
Plant hemoglobin sequence homology, (231) 341 
Plant histone, (228) 149 
Plant virus, (240) 33 
Plant virus RNA, (234) 65 
Plantacyanin, (238) 167 
Plasma clearance, (239) 18 
Plasma membrane, (239) 23; (240) 55; (240) 78 
Plasma membrane domain, (228) 135 
Plasma membrane H+-ATPase, (241) 173 
Plasma membrane vesicle, (229) 289; (235) 224 
Plasma protein, (227) 167 
Plasmalogen, (227) 187; (240) 78 
Plasmid, (232) 369 
Plasmid pBR322, (239) 190 
Plasmid R6K, (228) 7 
Plasmin, (227) 195 
Plasminogen activator, (230) 5 1 
Plasminogen activator inhibitor, (230) 5 1 
Plasmodium, (241) 229 
Plastoquinone, (23 1) 284; (240) 143 
Platelet, (237) 168 
Platelet-activating factor, (228) 285; (236) 115 
Platelet-activating factor antagonist, (228) 285 
Platelet-activating factor receptor, (228) 285 
Platelet-derived growth factor, (230) 186; (233) 371 
Platelet-derived growth factor receptor, (233) 371 
Platinum(I1) reagent, (236) 246 
Polarization microscope, (233) 31 
Polarization transfer, (231) 11 
Poly(A)+ RNA, (238) 320 
Polyadenylation, (229) 107 
Poly(ADP-ribosylation), (236) 362 
Polyamine depletion, (229) 243 
Polyclonal antibody, (230) 116; (232) 167 
Polyethylene glycol, (236) 329 
Poly(dG) . poly(dC), (236) 450 
Polyhydroxybutyrate, (231) 16 
Polylysine, (23 1) 397; (236) 406 
Poly-L-lysine, (238) 295 
Polymerase chain reaction, (228) 305; (236) 23 
Polymerization, (233) 383; (235) 211; (241) 145 
Polyoma oncogene, (232) 269 
Polypeptide, (229) 11; (232) 372; (238) 333; (239) 266 
Dl Polypeptide, (235) 109, (237) 229 
16 kDa Polypeptide, (237) 108 
Polypeptide chain, (230) 195 
Polypeptide chain initiation, (236) 479 
Polypeptide fold, (238) 289 
Polypeptide inhibitor, (234) 367 
Polypeptide processing, (237) 191 
Polyphenoloxidase, (233) 363 
Polyphosphoinositide, (228) 57; (237) 163; (240) 171 
Polyphosphoinositide breakdown, (237) 203 
Polyphosphoinositide phosphodiesterase inhibition, (239) 281 
Polyprotein precursor processing, (237) 187 
Poly(r1). poly(rC)-inducible gene, (231) 164 
Pore formation, (232) 217 
Porin expression, (229) 77 
Porphobilinogen deaminase, (235) 189 
Porphyria, (230) 6 
Porphyrin synthesis, (230) 6 
Postsynaptic neurotoxin, (239) 141 
Posttranscriptional regulation, (238) 320 
Posttranslational modification, (229) 325; (231) 402; (236) 167 
Posttranslational processing, (229) 63; (23 1) 47; (238) 197 
Potential sensitivity, (236) 95 
Potexvirus, (240) 33 
Precursor incorporation, (23 1) 107 
Predicted antigenicity, (233) 393 
Predicted structure, (241) 145 
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Pregnenolone, (232) 377 
Prelcallikrein, (239) 59 
Prenyltransferase, (237) 159 
Preproenkephalin, (237) 183 
Preproglycinin, (233) 273 
Pressure activation, (240) 105 
Primary charge separation, (232) 209 
Primary culture, (239) 276 
Primary electron donor, (237) 57; (237) 61 
Primary intermediate, (236) 333 
Primary organization, (228) 149 
Primary structure, (230) 195; (231) 347; (232) 61; (232) 69; 
(234) 407 
Primer extension, (239) 59 
Proacrosin, (241) 136 
Proalbumin Christchurch, (229) 167 
Proalbumin convertase, (229) 167 
Procaerulein, (233) 282 
Procathepsin, (228) 341 
Processing, (233) 273 
Processing enzyme, (230) 151 
Procollagenase, (234) 326 
Profilin, (228) 17 
Progesterone, (241) 195 
Proglucagon, (229) 175 
Proglucagon 78-107, (236) 119 
Progression factor, (236) 19 
Prohormone processing enzyme, (238) 142; (238) 338 
Prolamine, (23 1) 308 
Proliferation, (233) 352 
Proline isomerixation, )f229) 123; (236) 190 
Prolyl endopeptidase, (234) 25 1 
Promagainin, (233) 282 
Promoter, (229) 73; (235) 233 
H-rasl Promoter, (240) 191 
Propeller twist, (236) 450 
Propeptide, (229) 63 
Properdin, (234) 131 
Propionic acid, (229) 345 
Prosome, (239) 155 
Prostaglandin, (239) 50 
Prostaglandin Q, (231) 125; (236) 47 
Prostaglandin endoperoxide synthase, (231) 347 
Prostate cancer, (236) 205 
Prostatic cancer, (236) 275 
Prosthetic biotin group, (231) 102 
Protease, (236) 415 
Protease E, (232) 91 
Protease inhibitor, (238) 142 
Protease mechanism, (233) 339 
Proteasome, (236) 159 
Protection, (237) 208 
Protein, (229) 265 
c-myc Protein, (227) 56; (240) 49 
Dl Protein, (233) 1; (233) 408; (240) 110 
D2 Protein, (233) 1 
gag-myc Protein, (227) 56 
ner Protein, (238) 17 
psb H Protein, (236) 77 
ras Protein, (234) 426; (236) 185 
ras p21 Protein, (237) 168; (238) 90 
RecA Protein, (234) 56 
71 
tat Protein, (236) 282 
UmuD Protein, (23 1) 437 
7B2 Protein, (234) 160 
16 kDa Protein, (227) 147 
24 kDa Protein, (227) 147 
33 kDa Protein, (227) 131; (227) 147; (231) 111 
40 kDa Protein, (230) 85 
48 kDa Protein, (234) 39; (235) 103 
64 kDa Protein, (232) 135 
Protein B, (235) 262 
Protein carboxyl methylation, (228) 277 
Protein carboxyl methyltransferase, (241) 131 
Protein conformation, (228) 254, (229) 363; (232) 9 
Protein copjugate, (239) 18 
Protein crosslinking, (229) 193; (231) 111 
Protein crystal, (232) 303 
Protein crystallography, (237) 213 
Protein degradation, (233) 259 
Protein-DNAcontact, (235) 122 
Protein-DNA recognition, (229) 283 
Protein Dl, (239) 207 
Protein engineering, (230) 205; (233) 375; (234) 61; (238) 269; 
(241) 46 
Protein evolution, (235) 16; (241) 261 
Protein expression, (237) 40 
Protein flexibility, (234) 218 
Protein fluorescence, (229) 119 
Protein folding, (228) 65; (229) 123; (236) 190; (236) 415; 
(238) 231; (241) 223; (241) 251 
Protein glycosylation, (23 1) 207 
Protein HC, (236) 471 
Protein homology, (230) 25; (231) 355; (241) 223 
Protein import, (229) 25; (236) 217 
Protein kinase, (227) 71; (229) 68; (231) 417; (233) 371; (234) 185; 
(236) 321; (236) 445; (239) 151 
Protein kinase C, (227) 47; (229) 161; (229) 238; (230) 121; 
(231) 41; (231) 221; (231) 407; (232) 286; (233) 64; (233) 181; 
(233) 239; (233) 303; (234) 13; (234) 31; (234) 228; (234) 235; 
(234) 283; (234) 341; (234) 387; (236) 33; (236) 396; (238) 13; 
(238) 151; (238) 441; (239) 165; (239) 195; (239) 371; 
(241) 154; (241) 159 
Protein kinase subunit inhibitor, (228) 27 
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